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Species Gene Symbol Gene ID GenBank Accession Transcript
Human CDHI 999 BC141838 NM_004360
About the gene

Official Symbol CDH1

Previous Symbol Uuvo

Official Full Name | cadherin 1

Synonyms uvomorulin; CD324
Location 16g22.1

Gene Type protein-coding gene

Uniprot ID P12830

Pathway/Library Tumor Invasion Related Genes Library

This gene is a classical cadherin from the cadherin superfamily. The encoded protein is a calcium
dependent cell-cell adhesion glycoprotein comprised of five extracellular cadherin repeats, a
transmembrane region and a highly conserved cytoplasmic tail. Mutations in this gene are correlated with
Gene Summary gastric, breast, colorectal, thyroid and ovarian cancer. Loss of function is thought to contribute to
progression in cancer by increasing proliferation, invasion, and/or metastasis. The ectodomain of this
protein mediates bacterial adhesion to mammalian cells and the cytoplasmic domain is required for
internalization. Identified transcript variants arise from mutation at consensus splice sites.
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L00022 GFP Knockout HEK293T Cells 152/l
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D7080S/M/L T7 Endonuclease T (CRISPR%% 3 [F] 2274 % 52 ) 250/1250/5000U
ST551-10mg Puromycin Dihydrochloride (/%55 ) 10mg/mlx1ml
ST551-50mg Puromycin Dihydrochloride (/5 ) 10mg/mlx5ml
ST551-250mg Puromycin Dihydrochloride (&M 2 2%) 250mg
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